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GIHSN KEY FEATURES

Use of a standardized protocol and questionnaire (ygaund
surveillance)

Strong links between clinical sites and laboratories

Use of existing infrastructures combined with capacity building throug
the network and catalytic funding by a Foundation

Interface with WHO and local authorities (MoU with WHO in 2023)

Sites own their data. Consolidated data warehouse for research purpc
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GISHN SCALE UP OVER THE SEASONS

Progressive scale -up overthelast 10 years with limited disruption during the pandemic
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GIHSN GOVERNANCE

A Adedicated fund under the aegis of Fondation de France: the Foundation for Influenza Epidemiology
(FIE).This funding only represents 1/3 of the actuel implementation  cost

A Atransparent governance system ,with an Executive Committee and an Independent Scientific
Committee

A Coordination of the network, operational implementation and data management are supported by an
independent organization (Impact Healthcare) funded by the FIE

\ Foundation for

sanofi
III' :sn;::‘:rr:iilogv @::usa E]ei?:m
— A ott

INDEPENDANT

SCIENTIFIC COMMITTEE —
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AREAS OF STRATEGIC FOCUS

A Speed : towards «real time » (from research to outbreak
detection )

A Optimisation of WGS data reporting for VCM
A Leveraging Al to predict epidemiologic evolution
A Drivers of vaccine protection ( European pilot)

A Raising more private sector funding to fill surveillance gaps and
seek synergies

A Continous quality improvement
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Thursday 18 June

9:00: Opening of the Meeting. GIHSN Strategy & Perspectives - Cedric Mahé (Foundation
for Influenza Epidemiology) + Q/A 20’

9:20: Roundtable — Current Surveillance Ecosystem: Wengqing Zhang (WHO), Joseph Bresee
(US Task Force for Global Health), Nicola Lewis (Crick WHO CC), Rick Bright (Bright Global
Health), Marc Rondy (PAHO), Peter Bogner (GISAID) - 30" + 10’

10:00: GIHSN Data report 2025-26: Presentation & Discussion - Catherine Commaille-
Chapus (Impact Healthcare) - 20" + 10’

10:30 COFFEE BREAK 20’

10:50: GIHSN Sites Achievements & Challenges - Moderated by Laurence Torcel-Pagnon
(Foundation for Influenza Epidemiology) & Catherine Commaille-Chapus - 90’
- 3-5' per site standing up / 1 slide (2 sentences and 1-2 pictures per site)

12:20: GIHSN Sites interface with national systems: presentation of the survey - Catherine
Commaille-Chapus + Q/A 10" + 20’

13:00: LUNCH BREAK 90’

Global Influenza
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14:30: GIHSN European Pilot: monitoring the drivers of vaccine protection —

Presentation - Mendel Haag (Seqirus) 15°

Roundtable: Marco Cavaleri (EMA) (remote), Marc-Alain Widdowson (WHO Euro), Bruno Lina
(Lyon University and NIC), Jonathan Ewbank, (ERINHA and Be READY), Laurane De Mot
(Sciensano and BE READY) 30" + 10’

15:25: Leveraging Al to better predict Influenza Epidemiology Evolution

Presentation - Joél Belafa (Biolevate) 10’
Roundtable: John McCauley (Foundation ISC), Bruno Lina, Wenging Zhang, Sebastian Maurer-

Stroh (GISAID) 30" + 10

16:15 COFFEE BREAK 20’

16:35: WORKSHOP 1: Combination of virus genome sequencing & clinical data

Breakout groups (split the attendance in 3 pre-defined groups - 40°), then sharing in Plenary
(30°) Moderators of groups: Laurence Josset (NIC Lyon), Aspen Hammond (WHO), Sebastian
Maurer-Stroh

17:45: Closing Day 1

Free time

Drinks & Diner 7pm
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Friday 19 June - AM

PLENARY SESSION

9:00: Building shared urgency and unity in the fight against influenza and beyond -
Wengqing Zhang - 20’

9:20: Vision of Respiratory Surveillance in the Post-pandemic era — Rick Bright 30°+10"
10:00: WORKSHOP 2: Guiding principles for sites genome sequencing sampling/
Implementation & timelines. Breakout groups (split the attendance in 3 pre-defined groups

—4(0r), then sharing in Plenary (30°) - Moderators of groups: Dmitriy Pereyaslov (WHO),
Marta Nunes (CERP), John McCauley

10:40: COFFEE BREAK 20’
11:00: Sharing in Plenary - 30’

11:30: Research projects leveraging the GIHSN platform - Marta Nunes (CERP), Sandra

Chaves (Foundation for Influenza Epidemiology), Aspen Hammond, Miranda Delahoy (US
CDC) - 60

12:30: Preparation of next season & pilot milestones - Laurence Torcel-Pagnon - 15’

12:45: Closing of the Meeting - Cedric Mahe & Wenqing Zhang - 57

13:00: LUNCH BREAK

Global Influenza
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Network End of the meeting Copyright GIHSN 2025 11
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ROUNDTABLE z CURRENTSURVEILLANCEECOSYSTEM

x Wenqing Zhang , WHO, Geneva, Switzerland

x Joseph Bresee , US Task Force for Global Health, Atlanta, USA
X Nicola Lewis , The Francis Crick Institute, WHO CC, London, UK
x Rick Bright , Bright Global Health, Washington DC, USA

x Marc Rondy , Pan American Health Organization (PAHO), USA

x Sebastian Maurer -Stroh , GISAID

| 4
N
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PROCESS FOR IDENTIFICATION OF CASES AND DATA COLLECTIONGIHSN

Case ascertainment | ospitalized cases with respiratory illnesses are assessed
(identify possible systematically (e.g., everyday of the week,

eligible cases) pre-defined days of the week)
Assess if meet case definition
no yes
No need to collect Enrollment
data (Meet case definition + Al data o otients <hould b
X . ata from enrolled patients should be
(not part of GIHSN databasg) consent glven) entered in the GIHSHatabase regardless of test
results

Questionnaires at enrollment and at Questionnaire Respiratory specimen
dlscharge_(t_)ased on chart abstraction) td Completed collected
capture clinical outcomes

v

Tested for influenza, RSV, SARS2 and others

WGS done locally or sent to Lyon

) 4
Global Influenza

WGS from influenza viruses, uploaded to GISAID
Hospital Surveillance *WGS alSO done fOI‘ SA‘%)VZ

Network Copyright GIHSN 2026 16




SCOPE OFVIRUSESTESTEDBY SITE 202526 (1/2)
(AS OF JUNESTH, 2026)

Africa

Céote d'Ivoire

Kenya

Madagascar

Senegal

South Africa

Uganda

Asia/Pacific

Hong Kong - CUHK

Hong Kong - HKU

New Zealand

Pakistan

Middle East

Lebanon

Institut National d'Hygiene Publique (INHP),
Abidjan

Kenya Medical Research Institute (KEMRI),
Nairobi

Institut Pasteur de Madagascar, Antananarivo

Institut Pasteur of Dakar (IPD), Dakar

University of the Witwatersrand, Johannesburg

University of the Witwatersrand, Johannesburg

The Chinese University of Hong Kong

The University of Hong Kong, Department of
Microbiology, Hong Kong

Institute of Environmental Science and Research,
Wallaceville

National institute of health Islamabad Pakistan --
American University of Beirut, Beirut --

Global Influenza

Hospital Surveillance
Network Copyright GIHSN 202617



Country

Site/Institution

SARS-CoV-
2*

HBoV*

SCOPE OFVIRUSESIESTEDBY SITE 202526 (2/2)
(AS OF JUNESTH, 2026)

MERS-CoV*

ORV*

EV* ‘ EV-D68*

HMPV* ‘ HPIV* ‘ Rhv* ‘ EV/IRhV* ‘SARS—COV*

Eurasia

France

Romania

Russia - Moscow

Russia - St. Petersburg

Spain

Ukraine

North America

Canada

South America

Brazil

Colombia - Antioquia

Colombia - Cartagena

Guatemala

Mexico

Peru

ANRS-MIE, Paris

National Institute for Infectious Diseases "Prof. Dr.
Matei Bals", Bucharest

FSBI "N.F. Gamaleya NRCEM" Ministry of Health,
Moscow

Smorodintsev Research Institute of Influenza, St
Petersburg, Russia

FISABIO, Valencia

Sl Kyiv City Center for Diseases Control and
Prevention of the Ministry of Health of Ukraine,
Kyiv

The CIRN Serious Outcomes Surveillance (SOS)
Network, Halifax

Icahn School of Medicine at Mount Sinai, NYC

Hospital Pequeno Principe, Curitiba

Laboratorio de Salud Publica de Antioquia,
Medellin

Laboratorio UNIMOL, Universidad de Cartagena,
Cartagena de Indias

Fundacion para la Salud Integral de los
Guatemaltecos, Coatepeque/Chiquirines

Instituto Nacional de Enfermedades Respiratorias,
Mexico City

Instituto de Medicina Tropical, Lima
nfluenza

‘lll" | Hospital Surveillance
) Network
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OVERALL NB OF PATIENTENROLLEDAND POSITIVE CASES OF

INFLUENZA, SARSOV-2, RSV AND ORV (202526) (#)
(AS OF JUNE 5TH, 2026)
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Temporary data Data collectioron going
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N = 28.836
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DISTRIBUTION OF PATIENTENROLLEDBY AGEGROUP ANDSEXz7

ALL SITES (202526) (#)
(AS OF JUNE 5TH, 2026)

12000
39,9%
10000
29,6%
8000
6000 20,3%
4000
10,3%
- .
0
< by 5-4%y 50-64y +6by
B Male M Female
A Global Influenza  *NO age and sex completed for 167 patients N = 28.669*
@Iy Hospital Surveillance )
Network Copyright GIASN 2026 20




DISTRIBUTION OF PATIENT&ENROLLED

BY AGEGROUPZ BY SITE (202526) (#)
(AS OF JUNE 5TH, 2026)

AFRICA

ASIA/PACIFIC

MIDDLE EAST

EURASIA

NORTH AMERICA

SOUTH AMERICA

Global Influenza
Hospital Surveillance
Network

Coted'lvoire
Kenya
Madagascar
Senegal

South Africa

Hong Kong - CUHK
Hong Kong - HKU
New Zealand
Pakistan

France

Romania

Russia - Moscow
Russia - St.Petersburg
Spain

Ukraine

Brazil

Colombia - Antioquia
Colombia - Cartagena
Guatemala

Mexico

Peru

0

5 e i e N= 462
|
|
I @ g
. e ] |
e ———————— N = 680 |
|
|
e
. |
./ |
Y
- 4 e
Iy
I T
|
|
% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100%

m<5y m5-49y W50-64y m+65y

*No age completed for 148 patients

N = 28.688*
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3.910 FLU POSITIVE CASES COLLECTED IN 2022026

(AS OF JUNE 5TH, 2026)
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QO Intertropical Sites
Global Influenza O SouthernHemisphereSites @ Number ofFlu+ per site Nationalinfluenza Center (NIC)
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DISTRIBUTION OF LAB CONFIRMED INFLUENZA CASES BY

VIRUS SUBTYPE AND LINEAGEBY SITE (202526) (#)
(AS OF JUNE 5TH, 2026)

Céte d'lvoire = N=29
Kenya ] N =64
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PRESENCE OF COMORBIDITIES AMONG LAB CONFIRMED INFLUENZA

CASES BY SITE (202526) (%)
(AS OF JUNE 5TH, 2026)

Coted'lvoire m— N=29
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Guatemala FI—— N =231
Mexico B e N =72
SOUTH AMERICA Peru — N =50
0% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100%
No comorbidity B 1 comorbidity H 2 or more comorbidity
N =3.910
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DISTRIBUTION OFOTHERRESPIRATORY

VIRUSES BY SITE2025-26) (#)
(AS OF JUNE 5TH, 2026)

Cote d'lvoire
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Pakistan 1 I
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France Mo
Romania I

Russia - Moscow s ]

EURASIA

Russia - St.Petersburg =

SPain | L

C d ]
NORTH AMERICA anaca

Brazil o
Colombia - Antioquia m
Colombia - Cartagena |
Guatemala 1 —
Mexico I

SOUTH AMERICA

Peru n -

0 200 400 600 800 1000 1200 1400 1600

W #SARS-CoV-2+ = #RSV+ M#ORV+
N =6.673
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SEVERITY ALL SITES2025-26) (#)

(AS OF JUNE 5TH, 2026)

35000 4500
N = 28.836 2000 3910 N =3.910
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500 487 3000

2500
400
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300

1500
200
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100 55 500
18 16,6% 39
11,3% B
0 | 0
= 0
ll||' ) Global Influenza 3,7% 1,2%
Hospital Surveillai - -2+ issi + feei
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WGS SCALEJP: 1.000+ WGS INFLUENZA REPORTED TO DATE

(25% OF FLU+ WERE SEQUENCED SO FAR)

@ Stillongoing

o SmorodintsevResearch Institute National Research Center of

101 of Influenza, Epidemiology and Microbiology, h
(The CIRN (SOS) Network, StPetersburg, Russia 165 Moscow, Russia (s Kyiv City Center for Diseases Con 191
| Halifax, Canada é@ @ and Prevention of the Ministry of @
Health of Ukraine
e o 48 168 :
Icahn School of Medicine at Moun 3 i i
S . “ANRSMIE, \_ Kyiv, Ukraine
; . Paris, F . . .
(_ New York City, USA @ ans, rrance ( National Institute for Infectious 99
p /72 @ Diseases, @
Instituto Nacional deEnfermedade 499 | Bucharest, Romania
Respiratorias FISABIGPublic
(_ Mexico-City, Mexico Health, p 283
@ Valencia, Spain American University of Beirut,
p 2371 1 o L Beirut, Lebanon
Fundacionpara la Salud Integral de ar 9! % (0} 467
los Guatemaltecos - 29 ' National Institute of Healthlslamabag
L CoatepequéChiquirines Guatemala Institut Pasteur of @ (<, Pakistan,
{ 15 L Dakar, | Islamabad, Pakistan
(" Laboratorio UNIMOL, Universidad :O Dakar, Senegal
Cartagena @ > ‘KEMRI 4 A /0
: J &% \ VIR The University of Hong Kong,
\_Cartagena, Colombia @ > e (P Nairobi, Kenya Department of Microbiology, @
—  \J Public Hygiene, | 43 | Hong Kong, China
("Laboratorio De Salud Publica De \203 |l 6 AR2I Y E /b (S @Y, ‘Makerere Universit . : —
Antioquia, r Walter Reed The Chinese Umversny of Hong Ko 423
L Medellin, Colombia a Program, | Hong Kong, China 51
4
Kampala, Uganda
( Instituto de Medicina Tropical st c J
Universidad San Marcos, 57 195
Lima, Peru J : . 20 ). .
< Hospital Pequeno \l}Jvrthl\\//VertSI:erfntdhe Institut Pasteur de 28 1" Institute of Environmental
Principe, Joh ae sba ’S th Madagascar, Science and Research,
Curitiba, Brazil A?ric?;nes urg, sou Antananarivo, Madagascar Wallaceville New Zealand
O Intertro
- O SouthernHemisphereSites @ Number of WG Eluper site Nationalinfluenza Center (NIC)

Hospital Surveillance

b ‘ Global Influenza
J Network O NorthernHemisphereSites Hospitallocation Closecollaborationwith NIC Copyright GIHSN 2025 27



GIHSN ACTIVITY REPORT SHARED EARLY FEBRUARY 2026 WITH WHO

PRIOR TO THE VACCINE COMPOSITION MEETING (1013 SEQUENCES)

Global Influenza
Hospital Surveillance
Network

i‘-)

GIHSN report of activity prior to the WHO C: ion on the C ition of

Squencing data of hospitalized patients from 21 sites in 19 countries reporting 1,013
Vit Vocies o e e 2027 orber Hmisper e Sssn. sequences passing quality filters and available in the GISAID database or@ba8

Report prepared the 4™ of February 2026

),
1 - Description of the network =

GIHSN is collecting clinical and virological information from hospitalized cases through a network of
sites located in different regions of the world (Fig. 1). This combined clinical and virological surveillance
allows the identification of viruses ible for severe influenza. This severity is assessed by the
oxygen requirement of cases registered by the sites. In this report, viruses detected and sequenced

from cases requiring oxygen ion are i i in the ic trees provided, to @
determine if specific lineages or clades are associated with more frequent severe presentation. z
This report collates the sequencing data of hospitalized patients from 21 sites in 19 countries reporting

1,013 sequences passing quality filters and available in the GISAID database on 2026-02-03: Brazil (1), o2
Canada (7), Colombia (40), Cote d'lvoire (44), Guatemala (25), Hong Kong (65), Kenya (17), Lebanon

(77), Madagascar (21}, Mexico (34), New Zealand (2), Pakistan (67), Peru (10), Romania (38), Russion
Federation (353), Senegal (11), Spain (107), Ukraine (26), United States (68).

Global Influenza
Hospital Surveillance
Network

Global Influenza
Hospital Surveillance
Network

No

Samples were collected between 2025-09-01 and 2026-01-19. During this period, A/H3N2 virus
dominated (n=843), followed by A/H1N1 viruses (n=157) and rare detections of B viruses (n=13). Note
that one A/HSN2 virus was detected in Mexico City in September 2025 but is not described in this
report.

D.3.1.1

o o o e et |

D.3.1

J.24
Jas
J22

Fig. 1 Map showing the repartition of the participating countries, between September 2025 and
February 2026, with the number of influenza sequences shared by sites.

J.2

During the period 202509-01 to 202601-19, A/H3N2 virus dominated (n=843), - P

followed by A/H1N1 viruses (n=157) and rare detections of B viruses (n=13). Phylogenetic tree of the A(HIN1) and A(H3N2) viruses analyzed between Septemb
2025 and February 2026; Tips (samples) colors correspond to Oxygen
supplementation (yes: redp:blug with vaccine reference strains displayed in green.

Global Influenza
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VIRUS CIRCULATION OVER THEWEEKSZz BY SITES

x Weekly reporting active :

«  https://data.gihsn.org/dashboard_wr/

................... MITTNATTNILLTH....... crvceenenreerenene ATV .. AT AIATNILITA R
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THE GIHSN OVER THE SEASONS
PATIENT DISTRIBUTION BBEASON

(AS OF JUNE 5TH, 2026)

Progressive scale -up overthelast 10 years with limited disruption during the pandemic

8000 45000
2000 Total Enrolled =267k+ | Total Influenza+ = 40k+ | 40000

35000
6000

30000
5000

25000
4000

20000
3000

15000
2000

10000
1000 I I I 5000

0 0
#Positives 12 13 13 14 14 15 15_16 16_17 17_18 18 19 19 20 20_21 2122 22 23 23 24 24 25 #Enrolled
4 sites 6 sites 6 sites 10 sites 15 sites 18 sites 18 sites 20 sites 18 sites 19 sites 18 sites 20 sites 26 sites
mmmm #Influenza+  mmmm #SARS-CoV-2+ #RSV+  mmmm #ORV+ #WGS ===#Enrolled

Virusgenomesequencing

Global Influenza
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CONTINUOUS IMPROVEMENT IN DATA QUALITY, DATA

COMPLETENESSAND REPORTINGTIMELINESS

’ Number of cases reported
Number of WGS reported

Data quality (systematic controls at data submission, action plans with sites)

Data completeness (systematic monitoring by variables, action plans with
sites)

Timeliness of data reporting: eCRF or monthly reporting by batches

™ Y% Y YW

Interactive dashboards available on the GIHSN website

Global Influenza
Hospital Surveillance .
Copyright GIHSN 2026 31
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MORE INFORMATION

Annual report

X GIHSN Annual Report 2024 -2025 & Dashboard Year 2025

«  https://gihsn.org/annual -report -2024-2025/

At a time when muitilateralism is under intense pressure
and global respiratory surveillance s more fragmented
than ever, directly affecting pandemic preparedness a

timaly vaccing str »date, the GIHSN stands out as a
robust, agile, and indispensable global asset, It shows that,

even amid political uncertain

:".‘:::m“"’" in j 1 the GIHSN community has grown into
nee network
begar c
round monitoring system coverng 3 wide rangs o 5
GIHSN Sites Its distinguishing strength lies in the consistent use of 3 harmonized
Site core protocel across all sites, enabling t ction of linked
Patients posilive lo Respiralory Viuses in tha GIHSN - " w demographics, cinical, gical, and sequer
e 3 nsion of virus sequencing capacity allo
provide more data than ever to the WHO vaccine composition consult
Patients distribution by_sge group in the GIHSN e i e Giplating the e of srtificiat italikass ko
Strain distribution ama s positive to Influenza in the GIHSN, over the weeks unlock the full value of this t. Understanding the determinants
a 2024-2025 season P
lrain dis 1.pasiive to Influcara of vaccine performance ( accine, and vira
in.th wee Data policy m n emerging as
Comarbidities: Prassnce of comorbiditiss ameng Looking ahead, the challenges are significant, bu
patients positive to one or more Respiratory Viruses In ﬂ ngthening this community, sustainin
the GIHSN the network’s reach will be essential to support global

in an increasingly complex and unpredictable environment.

. s

e s lance remains a global public g

I tific rigor, and sharad pu
| I iss

paiiants
asplratory Viryses in the

Premdenr, Foundation far Infumnry
Epiden

Maech 2026

PR ——
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COFFEE BREAK

¢3¢

Global Influenza

Hospital Surveillance )
Network Copyright GIHSN 2026 33




| Global Influenza
U Hospital Surveillance
Network

www.gihsn.org

GIHSN ANNUAL MEETING, 1719 JUIN 2026
GIHSN SITESz ACHIEVEMENTS& CHALLENGES

Moderators: Laurence TORCELPAGNON (FIE) & Catherine COMMAILLECHAPUS
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25 SITES IN 22 COUNTRIES IN THE GIHSN IN 2022026

SmorodintsevResearch Institu
of Influenza,

te ° National Research Center of
Epidemiology and Microbiology,

(The CIRN (SOS) Network, 2| StPetersburg, Russia Moscow, Russia (S| Kyiv City Center for Diseases Cont 4
(_Halifax, Canada ) and Prevention of the Ministry of
o oToTeda 7 - Health of Ukraine,

ISciz;\]a?, School of Medicine at Mount . ANRSI\/IIE, J_ (_ Kyiv, Ukraine )
(_ New York City, USA Paris, France (" National Institute for Infectious 1
p : : 5 Diseases,

Instituto Nacional deEnfermedades 5 | Bucharest, Romania )

Respiratorias FISABIGPublic
[ Mexico-City, Mexico ) Health, J p 6

Valencia, Spain American University of Beirut,
2 pX L Beirut, Lebanon J
P -

Fundacionpara la Salud Integral de ——% I—(\L g O““

B - - 8
los Guatemaltecos B 4 National Institute of Healthislamabad
CoatepequéChiquirines Guatemala Institut Pasteur of @ & Pakistan,

N A L Dakar, = | Islamabad, Pakistan
(" Laboratorio UNIMOL, Universidad c. 3 :Q Dakar, Senegal 7

Cartagena _ 9 — (l[ KEMRI, J (" The University of Hong Kong, !

\_Cartagena, Colombia ) National Institute of \"/% (P Nairobi, Kenya Department of Microbiology,
—Q Public Hygiene, | | Hong Kong, China
(" Laboratorio De Salud Publica De {10 | 6AR2EHY T /b8 Qv Vakerere University s 1

Antioquia, Walter Reed The Chinese University of Hong Kong,
L Medellin, Colombia ) Program, | Hong Kong, China J
- : — : 4 Kampala, Uganda

Instituto de Medicina Tropical

Universidad San Marcos, 2 4

Lima, Peru 1 S— i
< o Hospital Pequeno \L/Jvr_wlversny €} tdhe Institut Pasteur de Institute of Environmental

Principe, Jolrtlvgi;eeri)i?g’ South Madagascar, Science and Research,
Curitiba, Brazil Africa ' Antananarivo, Madagascar Wallaceville New Zealand

O Intertropical Sites
(O SouthernHemisphereSites
O NorthernHemisphereSites

Global Influenza
Hospital Surveillance
Network

.|I-j)

x Number ofhospitalsper site

Hospitallocation

Closecol

Nationallnfluenza Center (NIC)

laborationwith NIC
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GIHSN SITES ACHIEVEMENTS & CHALLENGES

x Around the room presentation (3-5/'¢ach per site,
standing up )

Hospital surveillance Copyright GIHSN 2024 36



AFRICA

X South Africa

X Madagascar (remote)

x Uganda (remote)

x Kenya

x COte dAYvoire

X Senegal

Hospital surveillance Copyright GIHSN 2024 37



UNIVERSITY OF THE WITWATERSRAND
VACCINES & INFECTIOUS DISEASES ANALYTICS

Soweto, South Africa Cy/ ¢ WITS VIDA

Paediatric (<14y) Surveillance

2026 season: 50% fewer paediatric respiratory admissions,
but an earlier and more intense influenza season

SITE AT A GLANCE PAEDIATRIC RESPIRATORY ENROLMENTS BY MONTH (<14y)
800 June 2026

~50% fewer

CHBAH, Soweto

3,400bed public tertiary hospital S 600 admissions
°
Catchment = s
~1.9M people; ~190k children <5y; maternal HIV kS
2 % ]
8c33% € 200
=
=z

Immunoprophylaxisnaive cohort
No paediatric flu vaccine, no RSV maternal 0
vaccine, naiirsevimal(cost)

Jan Feb Mar Apr May Jun Jul Aug Sep Oct Nov Dec
2026

Mean 2023-2025 (range)

KEY MESSAGES .

INFLUENZA
A Early &Asteep rise from epj wefak 21 60 60 Influenza
A Wd_zy S LI & A ( xJdde&weragé)o M2 50 50 Season started earlier and is more intense than
A National data: H3N2 subclade K 40 40 the pre-pandemic baseline; June admissions
ticking up.

RSV 30 30
A Muted season; peak below 2024/25 20 20 RS_V_ _
A RSVB dominant again 10 ACtI\élty r_nulted Ivs.é024./25, tracIFmg near pre
A Signal not confounded by vaccine/monoclonal < 10 E?:gg;ﬁ;}ge S;-gominant cycling, not

0 == 0 < = '

> >c = L>B 05 o @ > > c = B 095 o @ i
SURVEILLANCE < g'::gu acgg;; %é%gé g5 C ggéfégggg Surveillance
A Criteria, consent & team unchanged S % s <=0 283 E’ o S 5 g < i z 5 3 GE, % Enrolment criteria, consent and team
A Fewer admissions reflect lower burden Do 20 2 3 Y 20 é 3 unchanged signal is a real reduction in disease,
Global Influenza « o not a methods artefact.

Hospital Surveillance

Network T T Prepandemicavg 2020 2021¢2024avg 1 2025 1 2026 Data as of June 2026 - CHBAH / Wits VI

Iﬁﬂpynghr GIHSN 202638



INSTITUT PASTEUR DE MADAGASCAR

ANTANANARIVO - MADAGASCAR

A Short Site description / surveillance settings
A Three hospitals in Antananarivo / 4 millions inhabitants
A National Influenza Centre
A 15 staffs involved ( scientists, lab tech, clinical doctors, nurse, data manager)

A Respiratory viruses' circulation 2028026
A Overall positivity rate=47% (758/1610 samples tested)

A Among positive specimen, RSV (84%) was predominant; with an epidemic in
the first half of 2026 and a peak in February

A Low detection rates of Influenza (15%) and SARS -CoV-2 (6%) among hospital ‘
cases e

o Overall, these viruses circulated year -round , with increased activity
from December 2025 to early February 2026) N Temporal distribution of RV among hospitalized cases; 2025-2026

A Main take-home messages
A Hospital surveillance provides timely information on severe RV circulation

A Integrated surveillance: epidemiological , virological and genomic data
shared through monthly bulletin and data  -sharing platforms (GIHSN,

GISAID) H«LmyL:;LLLH:LE;M;QLL.&W | ‘] mmh

GIOb?I Influenz_a 2324 25 2 28 2 33 34 3 37 38 39 4 43 4 46 & 51521 2 3456 7 8 91011121314151617 1819 202122
Hospital Surveillance
Network




Makerere University Walter
Reed Program - UGANDA

A Short Site description / surveillance settings

A Uganda has two tertiary hospitals participating in 2626 seasonBwera
district hospitaland Kayunga Regional Referral Hospital covering

DEMOCRATIC

approximately 4 million people A P |

A Geographic diversity, witBweraHospital representing a border setting with / Ref““‘““"“a"“‘*’ﬁ{jﬂh
crossborder population movement from the Democratic Republic of Congo,  swearosii® e
and Kayunga Regional Referral Hospital representing a central Uganda refertr \
setting.

A The works complements the NIC and other respiratory surveillance networks
Uganda e

ARespiratory viruses' circulation 2028026
A Influenza A : 17% (47/283); Influenza B : 1/283 -
A SARSCoV-2: 1/283
A RSV: 7% (19/283)

AMain take-home message

Influenza A (17%) and RSV (7%) are key contributors to
Global Influenza severe respiratory disease.

Hospital Surveillance
Network




KENYA MEDICAL RESEARCH INSTITUTE

A Description of site/surveillance settings
A Seven (7) sites in diverse geographical locations (Figure 1).

I Coast General Teaching and Referral Hospital, Kenyatta National Hospital, Nyeri,

Nakuru, Kakamega, Siaya, and Marsabit County Referral Hospitals
I Total of 4,100 bed capacity for adults and pediatrics
I Bed occupancy vary by site, range between 20-120%

A Testing of nasopharyngeal & oropharyngeal swabs done at the NIC
A Enrolment of patients of all ages with Severe Acute Respiratory Iliness

ARespiratory viruses' circulation 202%026

A Positivity; Influenza A/B (8%), RSV (41%), SARS-CoV-2 (3%)
i A/H3N2 dominant with detection in 32/64 Flu positives
i Ksubclade detected as early as June 2025 (Figure 2.)
i B/Victoria in 16/64 Flu positives T recent detections
i Increased RSV activity from February 2026

APriorities
A Better integration with the MoH for sustainability

i *GIHSN ites

Flgurel Locationof GIHSMitesin Kenyafor 20252026season

Table 1: Summary of patients enrolled, specimens tested and sequenced in Kenya for2Z228%
#included | #LCI| #tested | #RSVH #tested | SCV2+ | #WGS| #WGS
for RSV for SCV2 LCI RSV
826 64 358 148 826 21 20 13

6B.1A5a.2a.1mm 1

3C.2alb.2a.2a.3a.1/C.1.0m——— G

A Improved utility of findings for decision making

|- \ Global Influenza
A Hospital Surveillance
Network

3C,2a1b,2a,2a,3a,1/K# 1|3

0 2 4 6 8 10 12 14
Figure 2: K subclade detected
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\*4

AShort Site description / surveillance settings Gengaphical dismibutionoksentnetsiteh
A 7 hospitals / Catchment area: Pop > 1,500,000
A 2 pediatric sites, 5 sites for all ages. Year around surveillance

A All SHRLeases thahsee et dhacosefidefinition aseridardited and e ‘ =
samplett.e-CRENNasopharyngeal:swab a “ﬂi -
A Relationwith-aNI€¢ t | 80 SdzNJ LyadgAadadziS 2

ARespiratory viruses' circulation 202%026

...................

O A(II-I3IN 2) » M mm 'aa -mms -C Ov-2 Evolution hebdomada!re dgs cas de?ripee, ;ovid-lB, VRS,
AMain take-home messages

A Continuous cecirculation of influenza viruses aISARS 02
results in hospitalizations

A Sequencing done at site levehfluenza /i sSSARGCOV2, RSV
and other respreatoy wiiises

[ Cas suspects s Covid (+) === Grippe (+) VRS (+)

Global Influenza
Hospital Surveillance
Network Copyright GIHSN 202642




Too Joo Too Joo Too Too T To To To o o To

Institut Pasteur de Dakar/ @ INSTITUT

> PASTEUR
Senegal g de Dakar

Allyearround surveillance, screening and inclusion of hospitalized patients with respiratory illness meeting protocol c:
definition, (November 2025 to October 2026

Collection of epidemiologic and clinical data for all participating patients (i.e., those who meet case definition and
consent to participate), with atandardized questionnaire administered at enrolmeahd achart abstractionat patient
discharge/death

Diagnostic: Flu, RSV, SAR8\2 and other respiratory virus

A total of605casedrom November2025 to May 2026 0 HoSPTALSENTNELSTES
Childrenunder 1 year old|argest group

314 (51.9%Yvere positive for at least oneespiratoryvirus
Influenza(n=29, 4.8%) RSn=13, 2.1%)and SARE0V2 (n=1, 0.2%)
RV(n=129, 21.3%); PIMn=51, 10.1%), HMP\(n=48, 9.5%) "
Most frequently reported symptonctough(497 cases), 2
Shortnesof breath (491 cases)

Asthmawasthe mostassociateccomorbidity (112 Cases) ,u.uom e

333 (55.0%pf patientsrequiredsupplementabxygen B g
Systematiavhole genomesequencindor Fly, RSV and SARS\2
ChallengesExtension of SARI surveillarim®yondDakar,improve hospitaldata qualit

ILI SENTINEL SITES
]

Diamniadio Children's Hospital

Roi Baudouin Hospital

2 ‘? Fann Teaching Hospital
P
W @ S i Abass Ndao Hospital
YK ®

Global Influenza

Hospital Surveillance
Network Copyright GIHSN 202643




ASIA PACIFIC + MIDDLE EAST

x New Zealand
x Hong-Kong CUHK
x Hong-Kong HKU

x Pakistan

X Lebanon

Hospital surveillance Copyright GIHSN 2024 44



New Zealand Institute for Public Health and Forensic Science PHF

(PHF Science, formerly ESR ) Science
Site description / surveillance settings Respiratory viruses' circulation 2025 -2026
A Auckland: 2 hospitals (~2161 beds) for ~1M popn AWGS: More timely - lllumina = Nanopore
(European, Maori/ Pacific, Asplatfarms )
A SARI and non-SARI sampling (3543) AUnusually long flu season - Mar-Oct 2025
AHospital labs & NIC : PCR (825), WGS (193) A Euro Surveill. 2025;30(49):pii=2500894

APCR vs RAT testing in one hospital

A{H3Nz)
300
. 2022 - 2023 Southern hemisphere vaceing strain 504
404
. 2022 Global genomes 250 20
—- ).2
. 204
104
04
200
222426283032343638404244 46

. 2024 Global genomes

. 2024 Mew Zealand genomes O -
. 2024 Southern hemisphere vaccine strain ‘
al
= .

. 2025 New Zealand genomas

Te Whatu Ora
Heith New Zealand

50
N,
— = S
- g g
o g N
0 2 4 8 & 1MW 12 14 1B 18 2 2 2 0 32 3 38 40 42 48

Notification week

Te Whatu Ora
Health New Zealand

4

Global Influenza
Hospital Surveillance
Network

Type/sublype we AfHiN: mem AfH3N2 AJUNSUBTYPED B/VIC 2 B/ UNKNCWN LINEAGE

Main take -home message
SH site: sentinel site = early warning for NH countries
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The Chinese University of Hong Kong,

Hong Kong SAR, China Vol

A Short Site description / surveillance settings
A Prince of Wales Hospital, opened in 1982, (catchment population 1.3 7 1.8m)
A 1800 + beds
A Tertiary teaching acute care hospital with almost all specialty services

A No relation with a NIC

A Respiratory viruses' circulation 2028026

A Influenza A(H3N2) z Predominant subtype , early peak from January through March, and a second
smaller peak from October to December

A Influenza B z Occasional detections , detected throughout the year at lower levels.

A Co-circulation of other respiratory viruses : SARSCoV-2, RSV, rhinovirus, enterovirus is common

A Main take-home message<Challenges & Priorities
A Challenges: assemble team (research & clinical), harmonizing with different research teams
A CDARS(Clinical Data Analysis and Reporting System) improves data collection speed and quality

A Standardization of specimen panel would enhance comparability and allow better assessment of
co-circulating viruses .

tmwm=w=d PWHRedevelopment Phase Il (Stage 1) ===~ PWH Redevelopment Phase Il (Stage 2)

hy ., y »‘; 4 7 Buildings to b ished in 7 Buildings to be ished in

Aerial view of Prince of Wales Hospital taken in 2015.
Sourcehttps://www3.ha.org.hk/pwh/pwhredevelop2/background_e.htm

Global Influenza
Hospital Surveillance
Network
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https://www3.ha.org.hk/pwh/pwhredevelop2/background_e.htm

The University of Hong Kong/

Hong Kong

A Short Site description / surveillance settings

A Queen Mary Hospital / 1,700 beds Yo g oo
A Patient recruitment: Initially 3x/ week; now Monday  -Friday ree [ [ : s
AHospitalized; aged wl8 years; st YNV Vi I
infection; specimens submitted for respiratory virus testing L SR Y
ARespiratory viruses' circulation 2028026
A 2025/1/1 to 2026/5/30:

A Total 1052 cases; Respiratory viruses detected: 33.9%

A Influenza: 13% (H1: 3.8%; H3: 6.8%; B: 1.4%; unknown: 1%) ,

A SARSCoV-2: 6.6%; EV/RV: 6.1%; hMPV: 3.4%; RSV: 2.2%; P\ =i
2.5%; AdV: 0.2%) =

AMain take-home messages

A Influenza is the most frequently detected respiratory virus, and
mostly H3

Global Influenza

Hospital Surveillance
Network Copyright GIHSN 202647



National Influenza Centre -NIH

Stamasr®

Profile: Influenza Sentinel Surveillangé'H designated NIC since 1950

ARI reporting mainly through DEWS/ DHIS

A No mechanism for mfluenza survelllance to report ki

A Regional influenza database used for reference
. purposes
KPK
@ swat A Pilot project for influenza surveillance NIH
NAMRU3 (200405) based on WHO protocols
(Surveillance/ Lab)

=\ ~9

1980 2007

Islamabad >
(Central Influenza Lab) .

Puafiomarcs DHQ  AIMS FGSH KTH SSH CH NMC
Gilgit AJK Islamabad KPK  Swat, Lahore Karachi Lahore Multan
KPK Sindh Punjab
Multan 4
i Muzafrabad
Lahore (Quetta ’ . Rawalpindi
L D 4 “Lahore Catchment 15 - 0.1 million - - - 17 million - 45

Faisalabad Population
7~ Multan (Millions)
~Bahawalpur

Hyderabad  Legend
[ New Sites

| odsies Bedded 200 350 1100 1600 1100 1350 1900 1500 1800
[ <allothervalues> Capacity

Global Influenza

W) | Hosiatsuraiance  hitps://doi.org/10.3390/v18010026 viruses
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Genomic survelllance of Influenza & SARS -CoV-2 Iin Pakistan

National Influenza Centre (NIC), NIH sequencing achievements, May 2025 1 June 2026

¥
/ “é'f Islamabad ;
A § (Central Influenza Lab)

A Sequence samples are from Islamabad, Peshawar, Multan,

A Findings published as two Letters in the Journal of Medical

Gilgit

[® Msrggom P 1S
[ AMsrpR SRR

Total Real Time PCR test performed 14152. Conducted
genomic surveillance of Influenza and SARS-CoV-2.

Peshawar—_

SARSCoN-2 Clade

Total 147 samples sequence in which, 95 Influenza A(H3N2), 8 i .5
Influenza B and 52 SARS-CoV-2 genomes to the GISAID p— -8
platform. e B -

Swat, Lahore, Gilgit and Karachi

Virology (20251 2026).

/ Low
ep————
300 -
g— 200 -
ﬁ Virus
% D Influenza
& Bl =sv
= P sars
£ 1004
=
| —
E . - — 7 V » — 00
04 SARS-CoV-2 molecular -clock Influenza A(H3N2) HA
S583885880C oI T oRCUT LT PoPosoeEeTTYIITITITCOUSSSI95555 55505055550 phylogeny (BEAST) . Subclade K (J.2.4.1) predominant (64.4%).
Omicron lineages: XEC, XFG,
= S vweek s LP.8.1.1, LF.7.9 and NY.3.
dly Hospital Survelll . . . .
J ‘ Ngfﬁgfk urvefiance https://doi.org/10.1002/jmv.70607  https://doi.org/10.1002/jmv.70885 MEDICAL VIROLOGY Copyright GIHSN 202649




Respiratory Data highlights & Take Home Message

: -
viruses r;“)l'l
e

Article
Tracking Respiratory Viruses in Pakistan (2022-2025): Genomic

and Epidemiologic Insights from Sentinel Surveillance of
"nfluenza, SARS-CoV-2, and RSV

zish Badar **, Abdul Ahad |, Hamza Ahmed Mima ', Fazal Hanan %, Asghar Javaid %, Aamir Amanat ®,
sira Saghir ! and Muhammad Salman 4

) e (\‘ OGY ! ILIth.u Lubura

............. s, P..m

duris Diw sdon, Maticeal Institube of Haslih, Chak Shahesd, Park Boad,
hu.u..l..ui:hm.w.,mm o e aiigrmail oo (HLAML);
(AN ) zussrasaghisi g

The NIGGIHSN site provides a standardized surveillance:: .l oo o220
platform in Pakistan that generates robust clinical and
epldemlologlcal evidence on Severe Acute Resplratoryum

|ETTERTO THE EDITOR
Genomic Epidemio \og*

w= nbadarBesh ong pk; Tel- +52 30046437608

mused pose significant public health threats among SAR]
Nance data remain Emited in Pakistan This 1
the bunden, distribution, and molecular

alys e e 305 Spacinens e, e i KPR o il i
20265‘335°“A“Y Infections through integrated surveillance to monitor the mneseaoe:

55,7 5%
5% H3NZ, 20% i &) RSV predomi-

i st evolution and spread of influenza viruses and SARSCOV2, : «»m”*
{ched: 27 March 206 | which helps to mitigate the public health threats and = e R

Ef_‘-'\-'. and 4% for SARS-CoV-2.
F‘\"S[ DUb mont! H TIMAry atho N young Children, necessitat-
—— strengt henth e pan demi cprepare dne s s m‘:;,i‘?lmﬁsnib e A e e e

\ty 15501

T ial for pandemic prepanedness.
Accessibil

L S ') RQQ“V' Keywords: respiratory vinses; sentinel surveillance; Pakistan
S
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1. Introduction

Sevem acul mspiratory i ions (SARIs) caused by influenza and other respira-
Read the fu“ tex" ) \\ ‘e\[\t 7 iruses (ORVs) memain ant LI.< 'b.il public health concern, conributing to
ad‘ e‘u rank ameng

Re

ond-highest cause of mortality in
== this burden, many countries have adoped

s ey o the epidemiology of influenza and
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Lebanon

Center for Infectious Diseases Research
AMERICAN UNIVERSITY OF BEIRUT

A Short Site description / surveillance settings

Hospital name Hospital characteristics Population/catchment area

American University of Beirut Medical Center

All age groups/100,000
All age groups/200,000
All age groups/500,000
All age groups/250,000

Hammeud Hespital University Medical Center

All age groups

A Respiratory viruses' circulation 2028026 - =

A Atotal of 1,888 samplegestedacrosshe full 20252026 seasorup to W22-2026

A Seasorpeakedat W52, 2025 (N=124) with 75 casesdriven predominantlyby InfluenzaA/H3N2; SUStAINEd  =wsw = v e wsmes cums omie simvcsms o st
high transmissiorover W52¢W2 (75, 61, and 50 casesespectively) All AHBN2 genomeswere assignedo the
2a.3a.1 HAclade,subcladeK, andwere geneticallydivergentfrom the 20252026 vaccinestrains

A Main take-home messages

InfluenzaA/H3N2 hadthe highestweeklycount of the season
RS\Wominatedlate-seasoncirculation(JanuargMarch 2026), following a classicepidemiccurvewith a sharp . -

winter peakandgradualspringresolution )
SAR&E0V2 circulation remained negligible throughout the 20252026 seasoncomparedto the previous -

Sensone " | | I R
Dueto funding constraints,only 50% of samples/weekare being processedstarting May 2026 UNSCreeneC " siszsisiszsizizisieq=is m Fefefafedeielala e letalRERTaTiLaEeE
samplespreservedat b80° Cfor future testing s

Number of Cases.

T o oI

Global Influenza
Hospital Surveillance
Network

Copyright GIHSN 202651



EURASIA

X Romania
x Ukraine
x France
X Spain

X Russia
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National Institute for Infectious Diseasest N2 F® 5 N®
Bucharest Romania
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1 Nov 2025 1 June 2026

» The main infectious diseases hospigd@beds) in Romania

» Large catchment population: 5,937,382 inhabitants from Bucharest and &@stiern Romania
» Onsite molecular genetics with sequencing capacity

» Prospective epidemiological active surveillance study 21%

. = A/H1 ) , ‘
» Yearround surveillance (Nov 2620ct 20%) RGP
» Case definition and inclusion/exclusion criteria according to the GIHSN study protocc A/H3 NS
A NS -
868 patients enrolled and tested for influenza and other respiratory viruses = B/Victoria
62% » 86,7% (N=170) children
» 7.6% (N=15) adults
22.5%, N=196 »5.6% (N=11) elderly
Influenza positive 30
®® 12%positive for RSV 47 (23.9% viral codetections identified , 89
: . 1%positive for SARS0V2 in influenzapositive patients § > WG_S samples
» A/H3 was the predominant circulating subtype (62%), Nearly one quarter of S _ of influenza
influenzapositive patients had viral edetections (Rhinovirus, RBHcavirus. % o
215 _ B B/Victoria
Cha”enges PI’IOI‘I'[IESZ - . ‘E- A NS
x  Limitedpersonnelresources x  Increasing patient enroliment 210 - EEEBEE EEEB
x  Viralcirculationpatterns x Training healthcare personnel < o A/H3
X Age_related dlﬁerences |n X EXpand'ng SequenC|ng activities ST T B EEREE B ] = A/Hl
A Global Influenza prOjeCt Q g ':r g %? 8 S l-fN) g | g | g | g g g E o;o g Si :ii NSq no subtype
(@')&2) ::: \':rlotrli surveillance E E E E E E E E TR R TR TR TT R TR TR T E E EW;;;’;:Z:‘:UG'TSEZ' ‘2”0‘326:53




Sl «Kyiv City Center for Diseases Control

and Prevention of the Ministry of Health
of Ukraine»

A Short Site description / surveillance settings
A 3 hospitals population of 1 446 000

A We collaborate with NIC in some fields, both our organization and NIC

subordinate to the Ministry of Health of Ukraine

A Respiratory viruses' circulation 2028026
A 47% Influenza positive samples

A Among all positive influenza viruses 6783, 13% H1, 20% A
unsubtypedand only 1- laboratory confirmed influenza B virus

Challenges:

A The main challenge is the war

A There was no stable power supply during this autuwinter season
Priorities:

A To involve one more child hospital

A To increase the number of collected samples

A Main take-home messages
A Quality samples collection, storage and transportation
A High quality clinic diagnostics
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FRANCE
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A Short Site description / surveillance settings

A RESPIVA@rospective, multicentric, observational test negative design study on
adults hospitalized for SARI, regardless of their vaccination status

A Active surveillance (daily screening), year around

A Respiratory viruses' circulation 2028026 (study period: November
01,2025 to June 03,2026)

Collaboration with National
ReferenceCenter(NRC) for
Respiratory viruses of Lyan
PrBruno Lina

Participants 1415

Influenza positive/influenztested 333/1339 (25%)

SARSOV2 positive/ SARVZested 61/1350 (4,5%)

RSV positive/ RS¥sted 71/994  (7%) — gt o BN e GrppeB4 e = VRS
OR\positive/ ORMested 61/219 (28%) T Giehr = =K m e SARSCOV:

A Main take -home messages

A Influenza and SARS0V2 well tested ; RSV and ORYV testing could be increased

A Sequencing of0%respiratory viruses identified by the sites (Influenza, SARS
COV2, RSV, EV/R¥Eording to the availability and quality of the sample (>300

sequences)

A Data collected (socidemographic, clinic and epidemiologic)
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FISABIO / SPAIN

A Short site description / surveillance settings
A VAHNSI: 5 hospitals / 1.468.666 catchment area

ARespiratory viruses' circulation 202%026
From 15t September to 31 " May:
A 2,972 ILI patients
A 2,517 Tests performed
A 412 (16.37%) Flu positives
A 7.70% A(HIN1)pdmO9 z 8.54% A(H3N2)z 0.16% NS
A 59 (2.34%) SARSCoV-2 positives
A 256 (10.17%) RSV positives

AMain take-home messages
A Influenza season earlier than usual. H3N2 Clade K.
A RSV positivity half that of influenza, overlap in time.
A Low SARSCoV-2 circulation in winter -spring months.
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Resultado

] o1-AH1N1)pamog
B o2-amanz)

[] 03-Gripe 8

] os-vrs

] o0s.-metaneumovirus

06.-Parainfluenza
E 07 -Rinovirus/EV
[[] o0s-Adenovirus
] o09-coronavirus
] 10-saRs-cov-2
. 11.-Bocavirus

[ 12-nfeccién mixta
B 13-4 no subtipads
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Numberof admissions
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