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Background Results
GI.HSN. curr§ntly.in.cludes more than 100 hosp.itals in 20 countries, col!ecting, qnalyzing, and sharing * A total of 110,827 patients hospitalized with respiratory illness have been enrolled so far, including
epidemiologic, clinical and laboratory data on influenza and other respiratory viruses. The network laboratory-confirmation of 21,159 Influenza cases and 30,125 patients with other respiratory
operates under a public-private partnership governance: the Foundation for Influenza Epidemiology viruses

(FIE). FIE provides catalytic funding that complements other financial sources (e.g., local ministry of

health, WHO, CDC etc.) * The annual positivity rate for influenza has ranged from 29% in 2018-19 to 2% 1n 2020-21

(COVID-19 pandemic period)
GOVERNANCE OF THE FOUNDATION * The network has contributed to more than 20 published manuscripts and numerous local and
international meetings and conferences since its initiation

T ... @Iy Z;?:;azgﬂ" for <onofi =) ases . Mpre .recently, the FIE 1s also supporting research activities thgt leverage the? community of
ncusessie " S— Peeme e CSegirs (fa scientists to use data gathered through the GIHSN and expanding collaborations to better
applications o EXECUTIVE COMMITTEE lomna understand the burden of influenza. GIHSN data are also shared with WHO to support vaccine
b Technical / Scientific advice b Decision Making on strategy & funding allocation > Funding strain selection
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* Using standard protocols, the sites collect demographic and clinical information from patients

admitted with respiratory illnesses, including clinical outcomes by discharge Figure 3: Distribution of respiratory viruses detected among hospitalized patients by

year of surveillance (A) and by age group (B), GIHSN 2017-18 through 2021-22

* Respiratory specimens are collected to test for influenza and other respiratory virus by multiplex RT-
PCR

* The GIHSN promotes sharing of surveillance data with local health authorities, WHO and the

scientific community at large. The network has evolved over time to focus on linking epidemiologic e
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Figure 1: Case ascertainment and enrolment procedures for patients hospitalized with season im the global influensa hospital surveillance network (GIHSN) — Pilot
rCSpiratory illness GIHSN study - J. of clinical Virology, Vol 152, 2022
b

Figure 4: Examples of two scientific peer-reviewed papers using data collected through
GIHSN
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 The COVID-19 pandemic has highlighted the need for resilient and ready surveillance systems,
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targeted genetic sequencing scale up and a multi-stakeholder approach

* The pandemic has also shown the critical importance of understanding the circulation and burden of

- iz RPN respiratory viruses to guide public health decision making and research and development initiatives
| — ( ~ * Emerging infectious diseases represent an ongoing threat and GIHSN 1llustrates the feasibility and
PRI IC T pertinence of public and private sector coming together to optimize global efforts under economy of
7
“ scale approach
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* GIHSN 1s above all a community of local researchers sharing their expertise and data, and
contributing to the global public health arena

Figure 2: Participant sites during the 2021-22 surveillance cycle. The GIHSN

progressively expanded since 2012 to include sites from both hemispheres and inter-

tropical areas.
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Contact : www.gihsn.org @ fie@gihsn.org
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